Introduction
Thermolysin (TLN) is a metalloprotease with 316 amino acid residues. This enzyme contains a Zn 2+ ion in the active site, which is required for its enzyme activity.
We have analyzed interaction between TLN and its inhibitors by thermodynamic methods. We have revealed inhibitor for a few days to prepare the crystal of the TLN-inhibitor complex. Obtained crystals were mounted a glass capillary. Data collection was carried out at room temperature using the ADSC CCD detector of BL6A at PF. The data were processed using the program MOSFLM and scaled using the CCP4 suite. Crystal structures were determined using the molecular replacement method and refined with the program CNS.
Results
The crystal structures of TLN-inhibitor complexes have been refined (Table 1 ). The comparison of these structures will give detailed insights into the interaction between TLN and the inhibitors. 
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